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QUESTIONS

RESULTS: 1) Leaf surfaces, not soil, are the
dominant contributor to the air microbiome
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RESULTS: 2) Air above forest and savanna
does not differ compositionally or in biomass

METHODS

Savannah River Site, « 8 air samples per day,

South Carolina, USA paired 80 m apart in forest
and savanna. FUNGI
. . 1.00 forest . savanna____ g 0mer *© INO @SSemblage
4 sites sampled 4 times § i:!ff||g||!|| fl|||:;|f‘!|;::=|f|||!!|z!:l|!||g:!|:!||!=|!! E"“||'||V:‘!!|!E!||II|' fl!ff lr|!:|[!|:|:|-f <mawncance  differences between
each for air (2 m height, © o -5 JIMFHAE T IRLH0E i Bl Pl LI . |'-- =ﬁ3:25|€::zles forest and savanna
24-h duration, 2 L/min) = ol o 1O R Cantharellales
u ) - S A L | 0 L B Capnodiales * PERMANOVAS
O Il orticiales . _—
* 40 SO” Samp|eS and ~15 <q§ 0-50 (H;yrrrtlencl)chaetales fungl' p _ '8_1’
f t leaf samples from 2= 0.25- iy bacteria: p = .57
ores dominant plants per site. % | | | | | | B Russulales
Y |

B Trechisporales o Mean genome

. Unclassified

u =
' 8  MiSeq sequencing and - samples samples equivalents per m3 of
D gPCR for bacteria and BACTERIA air: fungi = 147,519

|:| |:| |:| L] B3 fungi. L savanna Bacterial Class  hyacteria = 7,753

matrlx

o
o
o

A

o) ;
&) < 2./0 abund.ance
8 oL $79 »  Microbial traits inferred by _§075 Qi ouacterie - N
m & ! matchlng taxa to % = glap)cr;;proteobacteria d(@jﬂOTS;QUIva ents
8 Savanna databases 2 050 B socteoa Id-hot differ among
D patch * Aguilar-Trigueros et al. 2023 O B Deinococe habltats, |
i Barberan et al. 2017 =0 25 l cammaprotectacetia » - \\/elch's t-test: fungi: p=
Madin et al. 2020 o Planctomycetes 0.38, bacteria: p = 0.78
&J . Unclassified

o
o
O

samples samples

RESULTS: 3) Air enriched in fungi that form fruiting bodies and 4) that have smaller spores
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RESULTS: 5) Air enriched in bacteria that likely produce spores
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